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Model for TAD regulation

Structural 
transition +Pg

D
H
S

H
P
1

H
1
.2

H
2
A

M
N
A
s
e

H
3
K
2
7
m
e
3

H
3
K
9
m
3

H
3
K
1
4
a
c

H
3
K
4
m
e
1

H
3
K
3
6
m
e
2

H
3
K
4
m
e
3

Histone H1

Nucleosome Histones H2A/H2B

Progesteone Receptor

Repressed TAD
chr1 U41

D
H
S

H
P
1

H
1
.2

H
2
A

M
N
A
s
e

H
3
K
2
7
m
e
3

H
3
K
9
m
3

H
3
K
1
4
a
c

H
3
K
4
m
e
1

H
3
K
3
6
m
e
2

H
3
K
4
m
e
3

Activated TAD
chr2 U207



A “cage” model for transcriptional activation



TADbit tools



A/B compartments



TADs and their alignment



How confortable are you with…

• using TADbit tools? 
• calling A/B compartments (the EV mess)? 
• calling TADs and comparing them?


